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Technology is technology is a database of associations between genotypes and por
Descrinti quality traits generated by swine genomic SNP array. Although there are
escription
P similar research reports in foreign countries, the results are listed without
detailed information; and the pig breeds and feeding conditions are based
on the local conditions of the researchers.
The results of this research are based on the pigs in local condition of
Taiwan. The database of pig genotypes related to pork quality traits are
unique to Taiwan pig strains and environments.
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